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A B S T R A C T

This review focuses on mechanistic studies performed in recipients of non-myeloablative bone marrow trans-
plant regimens developed at Massachusetts General Hospital in HLA-identical and HLA-mismatched haploi-
dentical combinations, initially as a platform for treatment of hematologic malignancies with immunotherapy in
the form of donor leukocyte infusions, and later in combination with donor kidney transplantation for the
induction of allograft tolerance. In patients with permanent mixed chimerism, central deletion may be a major
mechanism of long-term tolerance. In patients in whom donor chimerism is only transient, the kidney itself plays
a significant role in maintaining long-term tolerance. A high throughput sequencing approach to identifying and
tracking a significant portion of the alloreactive T cell receptor repertoire has demonstrated biological sig-
nificance in transplant patients and has been useful in pointing to clonal deletion as a long-term tolerance
mechanism in recipients of HLA-mismatched combined kidney and bone marrow transplants with only transient
chimerism.

1. Introduction

The studies of combined kidney/bone marrow transplantation
(CKBMT) across HLA barriers in patients without malignant disease at
MGH [1,2] (see article by Tatsuo Kawai et al.) built on a series of
translational studies in murine models, non-human primates and pa-
tients with hematological malignancies. The translational aspect of
these studies is schematized in Fig. 1. Studies in the murine model for
the purpose of two different goals each involved initial induction of
mixed chimerism. The original mixed chimerism model upon which all
of the studies are based was designed for the purpose of inducing al-
lograft tolerance [3] (Fig. 1C). It involved treatment of mice with de-
pleting anti-CD4 and anti-CD8 mAbs along with low-dose (3 Gy) TBI in
order to overcome allograft rejection and make “space” for marrow
engraftment, respectively. The addition of thymic irradiation was found
to be necessary for the achievement of T cell chimerism, which corre-
lated with durable chimerism [3] and was later shown to be required to
eliminate intrathymic alloreactivity that otherwise rejected donor
progenitors as they entered the thymus, precluding a donor

contribution to central deletional tolerance of newly-developing thy-
mocytes [4–6] . Later, using the model represented in Fig. 1A, we uti-
lized mixed chimerism induction in mice as a platform for delayed
donor lymphocyte infusion (DLI), which we had shown could mediate
potent graft-vs-leukemia (GVL) effects without causing graft-vs-host
disease (GVHD) when inflammatory stimuli induced by conditioning
had been given sufficient time to subside before DLI administration
[7–12]. This “lymphohematopoietic GVH response (LGVHR)” remained
confined to the lymphohematpoietic system due to the absence of local
inflammatory stimuli in the epithelial GVHD target tissues. We had
found that such inflammation provided a critical checkpoint for traf-
ficking of GVH-reactive T cells to these tissues, where they caused
disease [11,12]. The conditioning regimen in these mice was tailored to
the treatment of indolent lymphoid malignancies by replacing the low-
dose TBI in Fig. 1C with pre-transplant cyclophosphamide [10,13],
which has cytoreductive effects on lymphoid malignancies.

The protocol in Fig. 1A was translated directly into clinical studies
in patients with refractory hematologic malignancies in whom all other
treatment modalities had failed (Fig. 1B). While this protocol excluded
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the indolent types of malignancies for which the approach was in-
tended, it nevertheless was associated with remarkable tumor responses
and even cures in patients with bulky, refractory lymphomas and
myelomas who lacked any other hope for survival [14–20]. These po-
tent anti-tumor effects most likely reflected the ability of recipient-de-
rived professional antigen-presenting cells (APCs) to trigger GVH al-
loreactivity, which is associated with improved GVL effects compared
to those elicited in full chimeras lacking recipient APCs [8,18,21–23].
Thus, the strategy of using mixed chimerism as a platform to achieve
potent GVL effects without GVHD was successfully translated into the
clinic, both in the HLA-identical and HLA-mismatched settings. In the
case of HLA-identical transplants, stronger GVL effects in mixed chi-
meras [17,24] may be explained by the expectation that the number of
recipient miHAs presented on host APCs likely exceeds the number that
can be presented on donor APCs through the exogenous antigen pro-
cessing pathway, especially for CD8 allorecognition. These studies
provided seminal demonstrations that: 1) durable mixed chimerism
could be achieved with non-myeloablative conditioning in humans,
even with HLA-mismatched donors [14–20], albeit not as reliably as
desired. An example of durable mixed chimerism in an HLA-mis-
matched transplant recipient is illustrated in Fig. 2; 2) durable or
transient mixed chimerism achieved under these conditions could occur
without GVHD [14–20], though not as reliably as desired. As is dis-
cussed below, transient chimerism achieved across HLA barriers with
one of these regimens was reliably NOT associated with GVHD, pro-
viding a key safety feature that permitted exploration of this approach
for CKBMT in patients without malignant disease; and 3) delayed DLI
could convert mixed to full chimerism, even across HLA barriers,
without inducing GVHD [14–20], though not as reliably as desired.

The bottom part of the translational scheme presented in Fig. 1
represents the studies of mixed chimerism solely for the purpose of

organ allograft induction, which were closely interrelated with those in
the top part of the figure. Early efforts were made to translate the non-
myeloablative tolerance protocol in Fig. 1C to a large animal, non-
human primate model (Fig. 1D) [25]. This model is discussed in more
detail in the paper in this issue by Kawai et al. In my view, intermediate
large animal models are ethically necessary before embarking on clin-
ical trials of early immunosuppression withdrawal, which denies the
patient standard-of-care treatment. Non-human primates, for the most
part, model the hurdles to tolerance induction in patients quite faith-
fully. As is discussed by Kawai et al., achievement of durable mixed
chimerism was elusive in this non-human primate model, but key ob-
servations were made that permitted the clinical trials in Fig. 1E to be
carried out. In particular, it was found that a high proportion (about
60–70%) of animals receiving non-myeloablative CKBMT achieved
long-term tolerance to their kidney grafts, despite the transient nature
of their chimerism [25,26].

Meanwhile, the non-myeloablative mixed chimerism/DLI studies in
patients with lymphoid malignancies (Fig. 1B) had shown an acceptable
safety profile and were extended to a group of patients who had renal
failure due to multiple myeloma and an available HLA-identical sibling
donor. These first human CKBMT studies revealed that both transient
and durable mixed chimerism could be associated with tolerance to
donor kidneys [27–29]. Remarkably, those patients with transient
chimerism, like others in the lymphoma trials discussed above, often
enjoyed remarkable tumor responses [19,27,28], suggesting that the
initial engraftment followed by rejection of donor marrow could elicit
anti-tumor immunity, a hypothesis that was tested and shown to be
valid in the murine model [30–33].

Thus, clinical studies in patients with hematological malignancies
provided key safety and efficacy data that permitted testing of HLA-
mismatched related donor CKBMT in patients with renal failure and no

Fig. 1. Schematic representation of translational studies that led to the MGH ITN CKBMT trials. A. A murine model for non-myeloablative mixed chimerism induction was established
with a combination of pre-transplant cyclophosphamide, T cell-depleting antibodies and local thymic irradiation. Mixed chimerism was used as a platform for delayed donor lymphocyte
infusions, which mediated potent GVL effects without causing GVHD; B. The murine model in A was translated into clinical trials in patients with advanced hematologic malignancies,
aiming to achieve mixed chimerism with non-myeloablative conditioning in both HLA-identical and HLA-mismatched haploidentical related donor settings, followed by DLI to achieve
anti-tumor effects. Conditioning was similar to that in A, except a short course of cyclosporine was given post-transplant to compensate for the incomplete donor and recipient T cell
depletion achievable with the in vivo antibody treatments given; C. Murine models using low-dose total body irradiation (TBI), T cell-depleting antibodies and thymic irradiation were
used to establish durable mixed chimerism across full MHC barriers; D. Efforts to translate the model in C to a non-human primate model were successful in achieving renal allograft
tolerance if the donor kidney and bone marrow were given simultaneously, although only transient chimerism was achieved. Conditioning included low-dose TBI, thymic irradiation,
peri-transplant T cell-depleting antibodies and a short course of cyclosporine following the transplant to compensate for incomplete T cell depletion; E. The achievement of transient
chimerism without GVHD across HLA barriers in hematologic malignancy patients in B, combined with the renal allograft tolerance achieved in monkeys with transient chimerism in D,
permitted evaluation of a regimen developed in B for the induction of renal allograft tolerance across HLA barriers in patients without malignant disease.
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malignant disease [1,2,34]. These were the first trials to successfully
achieve allograft tolerance in a high proportion of patients with HLA-
mismatched donors and are discussed in detail in the article by Kawai
et al. Mechanistic studies were carried out in each of these models and
are the topic of this review.

2. Mechanisms of tolerance in murine mixed allogeneic chimeras

Before discussing the human studies, it will be useful to briefly re-
view the mechanisms of tolerance that that have been well-described in
the murine models of mixed allogeneic chimerism upon which our
preclinical and clinical trials were based. In these rodent models, mixed
chimerism was permanent. T cells present the only major barrier to
allogeneic donor marrow engraftment in naïve mice [35], and both
intrathymic and peripheral alloreactivity must be overcome in order to
permit both engraftment of donor hematopoietic stem cells in the bone
marrow and a long-term contribution of donor APCs to negative se-
lection in the recipient thymus [4–6,36,37]. Thymic alloreactivity can
be overcome by thymic irradiation [3,6] or by other means, such as
high-dose anti-CD4 and CD8 mAbs [5,6] or costimulatory blockade
[38,39]. Likewise, peripheral T cell alloreactivity can be overcome by
exhaustive T cell depletion [3], costimulatory blockade [38,40] or
partial T cell depletion combined with costimulatory blockade [41,42].
BMT is a critical component of the peripheral deletional tolerance that
develops in recipients of these costimulatory blockade-based regimens.
In the regimens that were translated to the monkey model and human
patients, thymic irradiation has been included for the depletion of pre-
existing thymocytes and T cell depleting antibodies, along with cyclo-
phosphamide in the clinical regimens, have been used to deplete per-
ipheral T cells. However, because peripheral T cell depletion with these
approaches is not as complete as that achieved in the murine models, it
has been necessary to include a short course of a calcineurin inhibitor in
all of these monkey and clinical trials.

In all of the above murine regimens, peripheral donor-reactive T
cells are depleted, either as part of global T cell depletion or as a more
donor-specific peripheral deletion that results from the combination of
costimulatory blockade and engrafted donor marrow [38,40,41,43–51].
Newly developing thymocytes are tolerized to the donor and recipient
by clonal deletion as a result of the presence of both types of APCs in
the thymus throughout life [43]. In the presence of complete deletion of
donor-reactive T cells in the periphery, regulatory T cells do not play a
significant role in maintaining tolerance [45,48,52], and the only

location where ongoing chimerism is required is the thymus, where
donor APCs are needed to assure intrathymic deletion of donor-reactive
T cells that otherwise can develop throughout life, even in senescent
mice [52]. In contrast, mixed chimerism regimens that are not asso-
ciated with complete deletion of pre-existing donor-reactive T cells are
associated with the expansion of donor-specific regulatory T cells
(Tregs) that help to maintain tolerance [53–55].

3. Functional readouts to assess mechanisms of tolerance in
clinical trials

Consistent with the robust tolerance achieved in the murine models
described above, functional assays such as skin graft experiments in vivo
and mixed lymphocyte responses (MLR) and cell-mediated lympholysis
(CML) reactions in vitro demonstrate complete and specific unrespon-
siveness to the donor [6,37,38,40–48]. “Bulk” in vitro alloresponses of
this kind are generally only measurable in naïve recipients in the setting
of MHC mismatches, making them useful as a readout of tolerance in
the analysis of clinical trials that cross HLA barriers, but not in the
setting of HLA-identical transplantation. In the latter setting, more
sensitive assays such as limiting dilution analysis (LDA) can be used in
efforts to quantify responses to the donor and determine the possible
role of regulatory cells in donor-specific tolerance. The presence of bulk
MLR or CML responses to an HLA-identical donor is usually evidence of
immune sensitization to that donor.

A patient with a hematologic malignancy receiving HLA-mis-
matched BMT with our non-myeloablative conditioning approach, who
achieved durable mixed chimerism prior to DLI administration, showed
donor-specific unresponsiveness in vitro, consistent with deletional
tolerance. Others in this protocol, who achieved only transient chi-
merism, showed similar responses to donor and third party when their
chimerism was lost [56]. In hematologic malignancy patients receiving
the protocol upon which clinical trials of CKBMT using HLA-identical
donors to replace destroyed kidneys and treat multiple myeloma were
based, an association was observed between low (<20%) T cell chi-
merism, increased recipient CD8 T cell recovery and sensitized anti-
donor MLR and/or CML as well as LDA responses, and loss of chimerism
[57]. In recipients of CKBMT with this protocol, loss of chimerism was
associated in some cases with increased anti-donor cytotoxic T lym-
phocyte (CTL) activity in bulk CML and/or LDA analyses. These re-
sponses were restricted to donor hematopoietic cells and did not extend
to donor renal tubular epithelial cells, suggesting that the lack of kidney

Fig. 2. Proof of principle that durable mixed chimerism can be achieved across HLA barriers with non-myeloablative conditioning in humans. A patient with an advanced, bulky non-
Hodgkin lymphoma received one of the regimens tested in B in the scheme in Fig. 1, including pre-transplant cyclophosphamide, T cell depleting antibodies, thymic irradiation, and post-
transplant cyclosporine. Chimerism of lymphocytes, monocytes and granulocytes at one year is shown. Reprinted with permission from Lancet 1999, 353:1755.
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allograft rejection in association with loss of chimerism might have
reflected tolerance to minor histocompatibility antigens shared by the
kidney but not to those expressed by hematopoietic cells alone [28].
The one patient who had a kidney graft rejection episode (but even-
tually achieved tolerance) when immunosuppression was initially
withdrawn developed increased GVH reactivity in LDA measuring
helper T lymphocyte responses immediately prior to loss of chimerism,
which was then associated with sensitized anti-donor CTL LDA when
chimerism was lost [28]. This phenomenon was interesting, because
our studies in the related murine model had demonstrated a similar
phenomenon, in which CD4-mediated without CD8-mediated GVH al-
loreactivity could trigger a host-versus-graft CTL response that led to
loss of donor chimerism [58].

In recipients of HLA-mismatched CKBMT in the absence of malig-
nant disease, donor-specific unresponsiveness or hyporesponsiveness
was always observed in bulk MLR and CML assays after the transplant
[1,59,60]. LDA assays can be informative not only in quantifying an
alloresponse but also in pointing to suppressive mechanisms via a
“sawtooth” pattern, in which responses paradoxically increase as re-
sponder cell numbers are diluted, reflecting the presence of a sup-
pressive cell population at lower concentration than the responding
cells [61,62]. While this pattern was observed in some of the HLA-
identical CKBMT recipients [28], it was not observed in long-term HLA-
mismatched CKBMT recipients [60], arguing against a suppressive
mechanism in the maintenance of donor-specific unresponsiveness and
kidney allograft tolerance in these patients. Consistently, while some
early anti-donor responsiveness could be revealed by T cell enrichment
or Treg depletion in the first year in some HLA-mismatched CKBMT
recipients, long-term (>1 year) MLR and CML responses were not en-
hanced by depletion of Tregs [59], suggesting that other mechanisms
were responsible for long-term tolerance. The persistent donor-specific
unresponsiveness in CKBMT recipients contrasts sharply with the re-
appearance of anti-donor reactivity in vitro after loss of chimerism in
recipients of hematopoietic cell transplants alone with similar regi-
mens, pointing to a role for the kidney allograft itself in maintaining
tolerance in HLA-mismatched CKBMT with transient chimerism.

Thus, there is a difference in in vitro donor reactivity in recipients of
HLA-identical vs HLA-mismatched CKBMT after chimerism is lost. HLA-
identical recipients showed persistent renal allograft tolerance with
evidence of sensitization to donor minor histocompatibility antigens
(MiHA) expressed on hematopoietic (but not renal tubular) cells in vitro,
while HLA-mismatched CKBMT recipients showed specific unrespon-
siveness or hyporesponsiveness to donor hematopoietic antigens in vitro
when chimerism was lost. The explanation for this disparity may lie
with the nature of alloresponses to miHA versus HLA antigens.
Responses to miHA are far less potent than those to HLA, as is evident
from the requirement for sensitization to detect the former but not the
latter in bulk T cell populations. In view of the apparent role of the
kidney itself in maintaining tolerance in patients with transient chi-
merism after CKBMT (see below), it seems likely that recipients of both
HLA-identical and HLA-mismatched grafts are tolerant of antigens ex-
pressed by the kidney. In the case of HLA-mismatching, tolerance to
these myriad antigens, which are largely ubiquitous donor HLA/peptide
complexes, results in a loss of measurable bulk MLR and CML responses
to the donor. In the case of HLA-matched transplants, however, toler-
ance to the smaller number of miHA shared by the donor kidney and
hematopoietic cells does not preclude detection of sensitization to the
subset of miHA expressed by hematopoietic cells alone (and not renal
parenchymal cells) when chimerism is lost. Overall, our observations, at
least in the HLA-matched setting, are consistent with a kind of split
tolerance that allows active rejection of donor hematopoietic cells while
the kidney promotes tolerance to antigens that it expresses. It should be
noted that chimerism was much more short-lived in the HLA-mis-
matched compared to the HLA-identical CKBMT protocols at MGH, and
it is unknown whether the early loss of chimerism in the former group is
due to immunologic rejection or failure of the hematopoietic cells to

engraft for other reasons.
In the HLA-mismatched CKBMT recipients, long-term allograft ac-

ceptance without immunosuppression was achieved in 7 of 8 evaluable
patients ie those who did not have early kidney graft loss due to pre-
formed donor-specific antibody or an early thrombomicroangiopathy
(see article by Kawai et al.) [1,2,34]. One of these 8 patients, however,
had acute cellular rejection after immunosuppression was withdrawn
and eventually lost his allograft. Surprisingly, this patient showed ro-
bust donor-specific unresponsiveness in MLR and CML assays both be-
fore and after the rejection [60], indicating that these functional assays
cannot be relied upon to specify a tolerant state. The mechanistic un-
derpinning of these findings is discussed below.

4. Role of regulatory cells in donor-specific tolerance in CKBMT
recipients

CKBMT recipients in both the HLA-identical and HLA-mismatched
cohorts showed enrichment of CD25+ cells among the CD4 populations
recovering early post-transplant [28,56]. Our studies of non-myeloa-
blative, anti-CD2 (siplizumab)-based, HLA-mismatched hematopoietic
cell transplant recipients without a kidney had revealed enrichment for
FOXP3+CD25+CTLA4+ cells among the CD4+ T cells recovering in
the first few months post-transplant [56]. Similar results were observed
in CKBMT recipients with a similar siplizumab-based regimen, where
the enriched CD25+ cells were shown to be CD127- and to correlate
with Treg-specific demethylated region (TSDR) demethylation levels,
indicating that they are Tregs [63]. Tregs were enriched to a level up to
80% of CD4 T cells in the first week post-transplant and only gradually
declined to baseline percentages over the first year (Fig. 3A). High-
throughput sequencing of T cell receptor beta chain hypervariable
(CDR3) regions of post-transplant CD4 T cells and sorted
CD25highCD127- CD4+ T cell (Treg) populations confirmed the en-
richment post-transplant of Tregs [63]. Absolute concentrations of
circulating Tregs recovered to near pre-transplant baseline levels within
weeks in these patients, while non-Treg CD4 counts took well over a
year to recover to baseline levels [63]. In one patient, sequencing of
post-transplant CD4+CD25highCD127- T cells suggested that sig-
nificant conversion to Tregs of pre-transplant CD4 non-Tregs had oc-
curred ie that Tregs had been induced from non-Tregs [63]. Phenotypic
analyses following CKBMT revealed high levels of Treg proliferation in
the early weeks post-transplant, as indicated by Ki67 expression
(Fig. 3B), suggesting that they may have been expanding in response to
peripheral lymphopenia induced by conditioning and/or to donor an-
tigen. There was also substantial CD31 (Fig. 3D) and CD45RA (Fig. 3C)
expression among Tregs at one week post-transplant, both of which
declined markedly by two weeks, consistent with phenotypic “memory-
like” conversion associated with lymphopenia-driven expansion of
human T cells [64]. The majority converted to the “activated” Treg [65]
phenotype by 2weeks, losing CD45RA expression (Fig. 3C), gaining
CD45RO and upregulating HLA-DR (Fig. 3E). Whether the initial pre-
sence of “resting”-type Tregs [65] expressing CD31 early post-trans-
plant reflects an early wave of emigration from the thymus or simply
reflects selective preservation of this Treg subset following conditioning
requires further investigation. While full thymic recovery takes months
to years in these patients, as shown by the marked delay in recovery of
naïve-type CD4 T counts [59,63,66], it is possible that early peripheral
inflammation is associated with early migration of APCs bearing donor
antigen to the thymus and rapid intrathymic generation of Tregs spe-
cific for those antigens, as reported in a murine model [67]. We have
observed very rapid, early activation of T cells in these patients [63],
even on the day of transplant [68], consistent with a possible role for
inflammation not only in the observed “engraftment syndrome”, a
vascular leak phenomenon that occurs at the time of hematpoietic re-
covery in these patients, but also in tolerance induction.

We were able to assess the role of Tregs in the donor-specific hypo-
or unresponsiveness in some patients. As mentioned above, persistent
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anti-donor reactivity was revealed within the first year in some patient
samples by depleting Tregs or non-T cells [59]. However, after this
timepoint, depletion of Tregs did not enhance anti-donor reactivity in
any patients (e.g. Fig. 4). This result suggested that either deletion or
anergy of donor-reactive T cells had occurred over time.

5. Assessing the role of clonal deletion in tolerant patients: A new
approach to analyzing the alloresponse

Distinguishing between anergy and deletion as mechanisms of tol-
erance in human recipients of HLA-mismatched transplants presented a
major challenge, as the anti-MHC alloresponse appears to be very di-
verse, involving many different T cell clones and has shown no evidence
of predictable immunodominance (reviewed in [69]). This situation has
precluded the use, for example, of HLA-peptide tetramers, which have
been used to track miHA-reactive T cells where the peptide specificity
and presenting HLA molecule are well-defined [70]. Following the

development of commercially-available platforms for high-throughput
sequencing of human TCRβ hypervariable (CDR3) regions, we hy-
pothesized that a large component of the alloreactive T cell repertoire
could in fact be identified by sequencing sorted recipient cells that di-
vided in response to donor antigens in an MLR performed prior to
transplant, then tracking post-transplant the pool of TCRs that ex-
panded in the MLR compared to unstimulated pre-transplant T cells.
Host-vs-Graft (HvG) alloreactive clones were identified as those that
expanded at least 5-fold compared to unstimulated cells in this pre-
transplant CFSE-MLR and CD4 and CD8 cells were sorted and se-
quenced separately in these samples. By sampling post-transplant blood
and using a uniform frequency threshold for detection of clones to
normalize for variability in sample size over time, we were able to as-
sess the rate at which clones designated as donor-reactive prior to
transplant were detected in the post-transplant circulating pools. In all
3 tolerant patients tested, a significant decline in the number of circu-
lating donor-reactive CD4 and CD8 clones was detected with this

Fig. 3. Treg recovery in five CKBMT recipients on ITN trial ST036. A. Percentages of CD25+CD127-FoxP3+ cells among circulating CD4+ T cells at the indicated time points post-
transplant; B. Percentages of Ki67+ (proliferating) cells among circulating CD25+CD127-FoxP3+CD4+ T cells at the indicated time points post-transplant; C. Percentages of
CD45RA+ cells among circulating CD25+CD127- CD4+ T cells at the indicated time points post-transplant; D. Percentages of CD31+ cells among circulating CD25+CD127-
FoxP3+CD4+ T cells at the indicated time points post-transplant; E. Percentages of HLA-DR+ cells among circulating CD25+CD127- CD4+ T cells at the indicated time points post-
transplant. Each symbol represents the indicated individual patient. Patients 1, 2 and 4 achieved tolerance, whereas Patient 5 rejected the graft following immunosuppression withdrawal
and Patient 3 lost the graft early due to a tacrolimus-related thromboembolic microangiopathy [2,34]. Reprinted with permission from American Journal of Transplantation 2017,
17:2020.

Fig. 4. Donor-specific unresponsiveness in MLR of a CKBMT patient at 12 and 18months. While whole PBMCs were unresponsive to the donor (red bars) at both time points, an anti-
donor response was revealed for purified Treg-depleted T cells at 12months (left) but not 18months (right), suggesting that a partially Treg-dependent form of tolerance may have
evolved to a deletional mechanism. Third party responses (blue bars) were enhanced by Treg depletion at both time points.
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method. In contrast, the patient who failed to achieve tolerance despite
receiving the same CKBMT regimen did not show any reduction in the
number of circulating donor-reactive T cell clones (Fig. 5) [60]. Since
the patient who failed to achieve tolerance had shown donor-specific
unresponsiveness in in vitro assays, these results suggested that the TCR
tracking approach was more specific in identifying a tolerant state than
post-transplant functional assays [60]. The functional assays suggested
that the donor-specific T cells were “anergic” under the conditions of
these assays, but that this anergy did not translate to a robustly tolerant
state in vivo. Since the kidney graft rejection in this patient followed a
urinary tract infection, it is possible that a fragile anergic state was
broken by the inflammation induced by the infection. Furthermore, two
conventional kidney transplant recipients studied in the same way
showed significant increases in the number of circulating donor-re-
active CD4 T cell clones [60] (Fig. 6). These findings suggest that
tracking of donor-specific TCRs may have the potential to distinguish
tolerant from non-tolerant patients, and deserves exploration as a bio-
marker of “spontaneous” allograft tolerance that would identify pa-
tients in whom weaning of immunosuppression could be safely per-
formed.

Further analysis of the above tolerant and non-tolerant patients
provided insight into the factors influencing the fate of donor-reactive T

cells in kidney transplant recipients. The kinetics of loss of circulating
donor-specific T cells were somewhat variable from patient to patient
(see Fig. 5) and in some cases suggested an initial expansion of donor-
reactive clones before their eventual deletion. The regimen used for
CKBMT in our studies involved extensive peripheral T cell depletion
with siplizumab and cyclophosphamide. Comparison of pre- and post-
transplant repertoires of these patients revealed considerable turnover
of T cells, in marked contrast to untreated healthy controls, who
showed strong repertoire stability over the same one-year period [60].
Conventional transplant recipients, one of whom had received ATG to
treat rejection following the transplant, also showed considerable re-
pertoire turnover over the period of one year. Thus, the loss of donor-
reactive clones in tolerant patients might be considered to be part of a
global T cell depletion process. When post-transplant detection of
donor-reactive TCRs was compared to that of all clones detected prior
to transplant, we found that the rate of disappearance of donor-reactive
CD8 but not CD4 clones in some but not all cases exceeded that of non-
donor-reactive clones. In some instances, donor-reactive CD4 clones
initially showed selective expansion compared to all pre-transplant
clones [60]. Given the high level of repertoire turnover in these pa-
tients, these results are consistent with the interpretation that donor
antigen selectively drives the expansion of donor-reactive T cells under

Fig. 5. Gradual loss of circulating donor-reactive T cell clones in 3 tolerant patients on ITN trial ST036 (Subjects 1, 2 and 4) but not in a patient who failed to achieve tolerance (Subject
5). A shows the time course of immunosuppression withdrawal in each patient and B shows the number of circulating donor-reactive CD4 (closed bars) and CD8 (open bars) TCRs detected
at the indicated time points. The total number of circulating donor-reactive T cells prior to transplant is also shown. * indicates statistically significant reduction compared to pre-
transplant value. Reprinted with permission from Science Translational Medicine 2015, 7:272ra10.

Fig. 6. No loss of circulating donor-reactive T cell clones
over time in two conventional kidney allograft recipients. A
shows the time course of immunosuppression in each pa-
tient and B shows the number of circulating donor-reactive
CD4 (closed bars) and CD8 (open bars) TCRs detected at the
indicated time points. The total number of circulating
donor-reactive T cells prior to transplant is also shown. *
indicates statistically significant increase compared to pre-
transplant value. Reprinted with permission from Science
Translational Medicine 2015, 7:272ra10.
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the lymphopenic conditions produced by conditioning therapy. Thus,
the loss of donor-reactive clones in tolerant patients may be regarded as
the consequence of both global T cell depletion and the tolerance-in-
ducing conditions that may prevent continued expansion of donor-re-
active clones and cause their attrition over time.

Since the patients in our study underwent protocol biopsies of the
renal allograft, we used the above sequencing method to interrogate
them for the presence of donor-reactive TCR. No enrichment of donor-
reactive TCR was seen in these specimens, which were free of rejection
and did not contain significant infiltrates. Detailed analysis of the TCR
sequences from the biopsies revealed similar repertoires to those de-
tected in post-transplant peripheral blood, suggesting that T cell se-
quences detected in these biopsy specimens represented cells within the
graft microcirculation. The only exception was a post-rejection spe-
cimen from the CKBMT recipient who failed to achieve tolerance, in
which the ratio of donor-reactive CD8 to CD4 T cells was elevated
compared to those in the circulation, suggesting that residual graft-in-
filtrating T cells may have been present [63].

Overall, the association of results of T cell clonal analysis by our
method with clinical events in CKBMT and conventional transplant
recipients strongly suggested that biologically relevant clones are
identified as donor-reactive with this approach. Further validation of
the biological relevance of this method was obtained through serial
surveillance biopsies of intestinal transplants, in which TCRs identified
as donor-reactive dominated among recipient-mappable TCRs during
rejections [71] and donor TCRs identified pre-transplant as GVH-re-
active were expanded in association with recipient APC replacement of
donor APCs within the graft [71]. Thus, our technique has considerable
potential to track the fate of alloreactive T cells in a variety of trans-
plant settings, providing insight into events within the graft itself. The
approach deserves exploration in both additional solid organ trans-
plants and in hematopoietic cell transplantation, where it could en-
hance the tissue diagnosis and provide insight into the pathogenesis of
GVHD. The approach may also have the potential to predict tolerance
and rejection, a possibility currently being explored in our laboratory.

6. Conclusions

Our studies have strongly implicated an initial role for expanded
donor-reactive Tregs in promoting tolerance in CKBMT recipients with
transient chimerism. Studies are in progress in our laboratory to use the
high throughput TCR sequencing approach to identify the alloreactive
Treg repertoire and examine this hypothesis directly. We also hope to
determine the contribution of natural vs induced Tregs in this way. The
possible role of new Treg emigrants from the thymus must also be
considered in light of the phenotype observed very early post-transplant
within this cell population. Additionally, our studies suggest that a
gradual attrition of pre-existing donor-reactive T cells takes place after
tolerance is achieved, perhaps after an initial period of expansion of
these clones during the lymphopenic period of exposure to donor an-
tigen. The mechanisms leading to donor-specific Treg expansion and
ultimate deletion of donor-reactive effector T cells are not currently
understood. However, the Treg expansion may be driven by the donor-
specific effector cell activation and expansion that occurs early and that
may also promote the observed “engraftment syndrome”. Anti-CD2
mAb has costimulatory blocking properties in addition to T cell de-
pletion, and this may play a role in these early events. The incomplete
deletion of donor-reactive T cells by the conditioning protocol is un-
doubtedly important in driving the expansion of donor-reactive Tregs,
as seen in murine mixed chimerism regimens [53–55]. In view of the
greater ease in inducing tolerance to renal allografts than to other or-
gans with transient chimerism [72,73] and the failure to achieve donor-
specific hyporesponsiveness via induction of transient chimerism
without a kidney allograft [56], it is reasonable to assume that the
kidney itself plays a role in this long-term tolerance. We speculate that
the unique circulation of the kidney, in which lymphocytes encounter

donor endothelial cells as they flow through the vast capillary micro-
circulation of non-inflamed renal glomeruli, results in chronic high-
level antigenic exposure that may lead to senescence, anergy or ex-
haustion that ultimately culminates in deletion, as observed in some
murine studies [74,75]. Indeed, while we were not able to detect en-
richment for Tregs in small renal allograft biopsy specimens from tol-
erant patients lacking significant infiltrates [63], Tregs and other reg-
ulatory cells may contribute to T cell exhaustion [75] and deletion of
alloreactive T cells [48] and we may simply not have had sufficient
early biopsy samples to detect such a mechanism.

Our studies have been limited by the lack of detailed functional
information on residual T cell responses, which could include global
RNA sequencing studies or more specific analyses of cytokine and
chemokine responses in the future. Additionally, we not have separated
indirect and direct alloresponses in our alloreactive TCR studies. The
inclusion of both donor and recipient APCs in the CFSE-MLRs used for
sorting alloreactive T cells that undergo TCR sequencing allows the
potential detection of both directly and indirectly alloreactive T cells,
though directly reactive cells are assumed to dominate the response.
Challenges in isolating indirect responses for TCR analyses include the
expected low frequency of such T cell clones in non-sensitized re-
cipients and the difficulty distinguishing semi-direct from true indirect
presentation when donor cell lysates or apoptotic cells are used as a
source of antigen. These problems could be avoided by the use of
purified donor proteins such as HLA molecules as the stimulus for in-
direct allorecognition, but such an approach would need to be tailored
for the donor specificities to which the recipient is likely to be sensi-
tized, perhaps as determined by alloantibody responses, and would not
capture all possible specificities of an indirect response. Further func-
tional studies of alloreactive T cells at various stages as tolerance
evolves, as well as identification and analysis of the donor-specific Treg
and indirectly alloreactive TCR repertoires, should help to elucidate
mechanisms in future patients. On a practical note, it should be pointed
out that the extensive mechanistic and TCR analyses on our CKBMT
patients were made possible by the availability of large numbers of
lymphocytes obtained by leukapheresis. While sufficient cells for assays
already established (eg the TCR analyses) are available from conven-
tional phlebotomy, the ability to develop new assays and evaluate new
mechanistic hypotheses is greatly facilitated by the availability of ar-
chived patient and donor specimens.

Ultimately, we aim to achieve durable mixed chimerism without
GVHD to induce long-term deletional tolerance to all types of organs
and to islet allografts. In view of the proof of principle that this can be
achieved in a handful of patients with haploidentical donors [14,20],
this is a realistic goal.

Acknowledgements

I thank Nicole Casio for assistance with the manuscript. Research
reported in this publication was supported by the National Institute of
Allergy and Infectious Diseases of the National Institutes of Health
under award UM1 AI109565. The study was also supported by NIAID
grants RO1 AI084074 and PO1 AI106697, the ITN grant NO1
AI015416, and by PO1 CA111519. The content is solely the responsi-
bility of the author and does not necessarily represent the official views
of the National Institutes of Health.

References

[1] T. Kawai, A.B. Cosimi, T.R. Spitzer, N. Tolkoff-Rubin, M. Suthanthiran,
S.L. Saidman, et al., HLA-mismatched renal transplantation without maintenance
immunosuppression, N. Engl. J. Med. 358 (2008) 353.

[2] T. Kawai, D.H. Sachs, M. Sykes, A.B. Cosimi, N. Immune Tolerance, HLA-mis-
matched renal transplantation without maintenance immunosuppression, N. Engl.
J. Med. 368 (2013) 1850.

[3] Y. Sharabi, D.H. Sachs, Mixed chimerism and permanent specific transplantation
tolerance induced by a non-lethal preparative regimen, J. Exp. Med. 169 (1989)

M. Sykes Human Immunology 79 (2018) 334–342

340

http://refhub.elsevier.com/S0198-8859(17)30576-1/h0005
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0005
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0005
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0010
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0010
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0010
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0015
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0015


493.
[4] Y. Tomita, A. Khan, M. Sykes, Mechanism by which additional monoclonal antibody

injections overcome the requirement for thymic irradiation to achieve mixed chi-
merism in mice receiving bone marrow transplantation after conditioning with anti-
T cell mAbs and 3 Gy whole body irradiation, Transplantation 61 (1996) 477.

[5] Y. Tomita, D.H. Sachs, A. Khan, M. Sykes, Additional mAb injections can replace
thymic irradiation to allow induction of mixed chimerism and tolerance in mice
receiving bone marrow transplantation after conditioning with anti-T cell mAbs and
3 Gy whole body irradiation, Transplantation 61 (1996) 469.

[6] B. Nikolic, A. Khan, M. Sykes, Induction of tolerance by mixed chimerism with
nonmyeloblative host conditioning: the importance of overcoming intrathymic al-
loresistance, Biol. Blood Marrow Transplant. 7 (2001) 144.

[7] M. Sykes, M.A. Sheard, D.H. Sachs, Graft-versus-host-related immunosuppression is
induced in mixed chimeras by alloresponses against either host or donor lympho-
hematopoietic cells, J. Exp. Med. 168 (1988) 2391.

[8] M.Y. Mapara, Y.-M. Kim, S.-P. Wang, R. Bronson, D.H. Sachs, M. Sykes, Donor
lymphocyte infusions mediate superior graft-versus-leukemia effects in mixed
compared to fully allogeneic chimeras: a critical role for host antigen-presenting
cells, Blood 100 (2002) 1903.

[9] M.Y. Mapara, Y.-M. Kim, J. Marx, M. Sykes, DLI-mediated GVL effects in mixed
chimeras established with a non-myeloablative conditioning regimen: extinction of
GVL effects coincides with loss of alloreactive cells following conversion to full
donor chimerism, Transplantation 76 (2003) 297.

[10] M.R. Pelot, D.A. Pearson, K. Swenson, G. Zhao, J. Sachs, Y.-G. Yang, et al.,
Lymphohematopoietic graft-vs-host reactions can be induced without graft-vs-host
disease in murine mixed chimeras established with a cyclophosphamide-based non-
myeloablative conditioning regimen, Biol. Blood Marrow Transplant. 5 (1999) 133.

[11] M.Y. Mapara, C. Leng, Y.M. Kim, R. Bronson, A. Lokshin, A. Luster, et al.,
Expression of chemokines in GVHD target organs is influenced by conditioning and
genetic factors and amplified by GVHR, Biol Blood Marrow Transplant 12 (2006)
623.

[12] R. Chakraverty, D. Cote, J. Buchli, P. Cotter, R. Hsu, G. Zhao, et al., An in-
flammatory checkpoint regulates recruitment of graft-versus-host-reactive T cells to
peripheral tissues, J. Exp. Med. 203 (2006) 2021.

[13] M.Y. Mapara, M. Pelot, G. Zhao, K. Swenson, D. Pearson, M. Sykes, Induction of
stable long-term mixed hematopoietic chimerism following nonmyeloablative
conditioning with T cell-depleting antibodies, cyclophosphamide, and thymic ir-
radiation leads to donor-specific in vitro and in vivo tolerance, Biol. Blood Marrow
Transplant. 7 (2001) 646.

[14] M. Sykes, F. Preffer, S. McAffee, S.L. Saidman, C. Colby, R. Sackstein, et al., Mixed
lymphohematopoietic chimerism and graft-vs-lymphoma effects are achievable in
adult humans following non-myeloablative therapy and HLA-mismatched donor
bone marrow transplantation, Lancet 353 (1999) 1755.

[15] H.C. Toh, T.R. Spitzer, F. Preffer, S.I. Alexander, S. MCafee, D. Dombkowski, et al.,
Fluctuating lymphocyte chimerism, tolerance and anti-tumor response in a patient
with refractory lymphoma receiving non-myeloablative conditioning an a haploi-
dentical related allogeneic bone marrow transplant, Cytok. Cell. Mol. Ther. 743
(2002).

[16] T.R. Spitzer, S. MCafee, R. Sackstein, C. Colby, H.C. Toh, P. Multani, et al., The
intentional induction of mixed chimerism and achievement of anti-tumor responses
following non-myeloablative conditioning therapy and HLA-matched and mis-
matched donor bone marrow transplantation for refractory hematologic malig-
nancies, Biol. Blood Marrow Transplant. 6 (2000) 309.

[17] B.R. Dey, S. MCafee, R. Sackstein, C. Colby, S. Saidman, D. Weymouth, et al.,
Successful allogeneic stem cell transplantation with nonmyeloablative conditioning
in patients with relapsed hematologic malignancy following autologous stem cell
transplantation, Biol. Blood Marrow Transplant. 7 (2001) 604.

[18] B.R. Dey, S. MCafee, C. Colby, R. Sackstein, S. Saidman, N. Tarbell, et al., Impact of
prophlactic donor leukocyte infusions on mixed chimerism, graft-vs-host disease
and anti-tumor response in patients with advanced hematologic malignancies
treated with nonmyeloablative conditioning and allogeneic bone marrow trans-
plantation, Biol. Blood Marrow Transplant. 9 (2003) 320.

[19] B.R. Dey, S. MCafee, C. Colby, K. Cieply, M. Caron, S. Saidman, et al., Anti-tumor
response despite loss of donor chimerism in patients treated with nonmyeloablative
conditioning and allogeneic stem cell transplantation, Br. J. Haematol. 128 (2005)
351.

[20] T.R. Spitzer, S. MCafee, B.R. Dey, C. Colby, J. Hope, H. Grossberg, et al., Non-
myeloablative haploidentical stem cell transplantation using anti-CD2 monoclonal
antibody (MEDI-507)-based conditioning for refractory hematologic malignancies,
Transplantation 75 (2003) 1748.

[21] R. Chakraverty, H.S. Eom, J. Sachs, J. Buchli, P. Cotter, R. Hsu, et al., Host MHC
Class II+ antigen-presenting cells and CD4 cells are required for CD8-mediated
graft-versus-leukemia responses following delayed donor leukocyte infusions, Blood
108 (2006) 2106.

[22] R. Chakraverty, B. Flutter, F. Fallah-Arani, H.S. Eom, T. Means, G. Andreola, et al.,
The host environment regulates the function of CD8+ graft-versus-host-reactive
effector cells, J. Immunol. 181 (2008) 6820.

[23] R. Chakraverty, M. Sykes, The role of antigen-presenting cells in triggering GVHD
and GVL, Blood 110 (2007) 9.

[24] R. Childs, E. Clave, N. Contenin, D. Jayasekera, N. Hensel, S. Leitman, et al.,
Engraftment kinetics after nonmyeloablative allogeneic peripheral blood stem cell
transplantation: full donor T-cell chimerism precedes alloimmune responses, Blood
94 (1999) 3234.

[25] T. Kawai, A.B. Cosimi, R.B. Colvin, J. Powelson, J. Eason, T. Kozlowski, et al., Mixed
allogeneic chimerism and renal allograft tolerance in cynomologous monkeys,
Transplantation 59 (1995) 256.

[26] T. Kawai, H. Sogawa, S. Boskovic, G. Abrahamian, R.N. Smith, S.L. Wee, et al.,
CD154 blockade for induction of mixed chimerism and prolonged renal allograft
survival in nonhuman primates, Am. J. Transplant. 4 (2004) 1391.

[27] L.H. Buhler, T.R. Spitzer, M. Sykes, D.H. Sachs, F.L. Delmonico, N. Rubin-Tolkoff,
et al., Induction of kidney allograft tolerance after transient lymphohematopoietic
chimerism in patients with multiple myeloma and end-stage renal disease,
Transplantation 74 (2002) 1405.

[28] Y. Fudaba, T.R. Spitzer, J. Shaffer, T. Kawai, T. Fehr, F. Delmonico, et al., Myeloma
responses and tolerance following combined kidney and nonmyeloablative marrow
transplantation: in vivo and in vitro analyses, Am. J. Transplant. 6 (2006) 2121.

[29] T.R. Spitzer, M. Sykes, N. Tolkoff-Rubin, T. Kawai, S.L. McAfee, B.R. Dey, et al.,
Long-term follow-up of recipients of combined human leukocyte antigen-matched
bone marrow and kidney transplantation for multiple myeloma with end-stage
renal disease, Transplantation 91 (2011) 672.

[30] M.T. Rubio, Y.M. Kim, T. Sachs, M. Mapara, G. Zhao, M. Sykes, Anti-tumor effect of
donor marrow graft rejection induced by recipient leukocyte infusions in mixed
chimeras prepared with nonmyeloablative conditioning: critical role for recipient-
derived IFN-{gamma}, Blood 102 (2003) 2300.

[31] M.T. Rubio, T.I. Saito, K. Kattelman, G. Zhao, J. Buchli, M. Sykes, Mechanisms of
the anti-tumor responses and host-versus graft reactions induced by recipient leu-
kocyte infusions in mixed chimeras prepared with nonmyeloablative conditioning:
a critical role for recipient CD4+ T cells and recipient leukocyte infusion-derived
IFN-gamma-producing CD8+ T cells, J. Immunol. 175 (2005) 665.

[32] M.T. Rubio, G. Zhao, J. Buchli, M. Chittenden, M. Sykes, Role of indirect allo- and
autoreactivity in anti-tumor responses induced by recipient leukocyte infusions
(RLI) in mixed chimeras prepared with nonmyeloablative conditioning, Clin.
Immunol. 120 (2006) 33.

[33] T.I. Saito, M.T. Rubio, M. Sykes, Clinical relevance of recipient leukocyte infusion as
antitumor therapy following nonmyeloablative allogeneic hematopoietic cell
transplantation, Exp. Hematol. 34 (2006) 1271.

[34] T. Kawai, D.H. Sachs, B. Sprangers, T.R. Spitzer, S.L. Saidman, E. Zorn, et al., Long-
term results in recipients of combined HLA-mismatched kidney and bone marrow
transplantation without maintenance immunosuppression, Am. J. Transplant. 14
(2014) 1599.

[35] L.A. Lee, D.H. Sachs, M. Sykes, Effect of NK cell depletion on long-term, multi-
lineage allogeneic bone marrow engraftment, Transplant. Proc. 25 (1992) 1246.

[36] Y. Sharabi, D.H. Sachs, M. Sykes, T cell subsets resisting induction of mixed chi-
merism across various histocompatibility barriers, in: J. Gergely, M. Benczur,
A. Falus, G. Fust, G. Medgyesi, G. Petranyi (Eds.), Progress in Immunology VIII.
Proceedings of the Eighth International Congress of Immunology, Budapest, 1992,
Springer-Verlag, Heidelberg, 1992, p. 801.

[37] B. Nikolic, G. Zhao, K. Swenson, M. Sykes, A novel application of cyclosporine A in
nonmyeloablative pretransplant host conditioning for allogeneic BMT, Blood 96
(2000) 1166.

[38] T. Wekerle, M.H. Sayegh, J. Hill, Y. Zhao, A. Chandraker, K.G. Swenson, et al.,
Extrathymic T cell deletion and allogeneic stem cell engraftment induced with
costimulatory blockade is followed by central T cell tolerance, J. Exp. Med. 187
(1998) 2037.

[39] T. Wekerle, M.H. Sayegh, H. Ito, J. Hill, A. Chandraker, D.A. Pearson, et al., Anti-
CD154 or CTLA4Ig obviates the need for thymic irradiation in a non-myeloablative
conditioning regimen for the induction of mixed hematopoietic chimerism and
tolerance, Transplantation 68 (1999) 1348.

[40] T. Wekerle, J. Kurtz, H. Ito, J.V. Ronquillo, V. Dong, G. Zhao, et al., Allogeneic bone
marrow translantation with costimulatory blockade induces macrochimerism and
tolerance without cytoreductive host treatment, Nat. Med. 6 (2000) 464.

[41] Y. Takeuchi, H. Ito, J. Kurtz, T. Wekerle, L. Ho, M. Sykes, Earlier low-dose TBI or
DST overcomes CD8+ T-cell-mediated alloresistance to allogeneic marrow in re-
cipients of anti-CD40L, Am. J. Transplant. 4 (2004) 31.

[42] H. Ito, J. Kurtz, J. Shaffer, M. Sykes, CD4 T cell-mediated alloresistance to fully
MHC-mismatched allogeneic bone marrow engraftment is dependent on CD40-
CD40L interactions, and lasting T cell tolerance is induced by bone marrow trans-
plantation with initial blockade of this pathway, J. Immunol. 166 (2001) 2970.

[43] Y. Tomita, A. Khan, M. Sykes, Role of intrathymic clonal deletion and peripheral
anergy in transplantation tolerance induced by bone marrow transplantion in mice
conditioned with a non-myeloablative regimen, J. Immunol. 153 (1994) 1087.

[44] T. Wekerle, J. Kurtz, M.H. Sayegh, H. Ito, A.D. Wells, S. Bensinger, et al., Peripheral
deletion after bone marrow transplantation with costimulatory blockade has fea-
tures of both activation-induced cell death and passive cell death, J. Immunol. 166
(2001) 2311.

[45] J. Kurtz, J. Shaffer, N. Anosova, G. Benichou, M. Sykes, Mechanisms of early per-
ipheral CD4 T cell tolerance induction by anti-CD154 monoclonal antibody and
allogeneic bone marrow transplantation: Evidence for anergy and deletion, but not
regulatory cells, Blood 103 (2004) 4336.

[46] J. Kurtz, H. Ito, T. Wekerle, J. Shaffer, M. Sykes, Mechanisms involved in the es-
tablishment of tolerance through costimulatory blockade and BMT: lack of re-
quirement for CD40L-mediated signaling for tolerance or deletion of donor-reactive
CD4+ cells, Am. J. Transplant. 1 (2001) 339.

[47] J. Kurtz, A. Lie, M. Griffith, S. Eysaman, J. Shaffer, N. Anosova, et al., Lack of role
for CsA-sensitive or Fas pathways in the tolerization of CD4+ T cells via BMT and
anti-CD40L, Am. J. Transplant. 3 (2003) 804.

[48] T. Fehr, Y. Takeuchi, J. Kurtz, M. Sykes, Early regulation of CD8 T cell alloreactivity
by CD4+CD25- T cells in recipients of anti-CD154 antibody and allogeneic BMT is
followed by rapid peripheral deletion of donor-reactive CD8+ T cells, precluding a
role for sustained regulation, Eur. J. Immunol. 35 (2005) 2679.

[49] T. Fehr, S. Wang, F. Haspot, J. Kurtz, P. Blaha, T. Hogan, et al., Rapid deletional
peripheral CD8 T cell tolerance induced by allogeneic bone marrow: role of donor

M. Sykes Human Immunology 79 (2018) 334–342

341

http://refhub.elsevier.com/S0198-8859(17)30576-1/h0015
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0020
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0020
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0020
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0020
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0025
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0025
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0025
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0025
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0030
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0030
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0030
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0035
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0035
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0035
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0040
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0040
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0040
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0040
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0045
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0045
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0045
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0045
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0050
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0050
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0050
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0050
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0055
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0055
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0055
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0055
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0060
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0060
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0060
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0065
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0065
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0065
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0065
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0065
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0070
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0070
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0070
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0070
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0075
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0075
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0075
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0075
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0075
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0080
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0080
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0080
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0080
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0080
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0085
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0085
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0085
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0085
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0090
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0090
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0090
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0090
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0090
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0095
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0095
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0095
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0095
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0100
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0100
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0100
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0100
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0105
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0105
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0105
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0105
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0110
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0110
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0110
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0115
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0115
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0120
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0120
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0120
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0120
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0125
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0125
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0125
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0130
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0130
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0130
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0135
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0135
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0135
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0135
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0140
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0140
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0140
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0145
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0145
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0145
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0145
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0150
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0150
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0150
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0150
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0155
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0155
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0155
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0155
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0155
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0160
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0160
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0160
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0160
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0165
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0165
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0165
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0170
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0170
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0170
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0170
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0175
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0175
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0180
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0180
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0180
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0180
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0180
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0185
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0185
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0185
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0190
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0190
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0190
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0190
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0195
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0195
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0195
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0195
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0200
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0200
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0200
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0205
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0205
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0205
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0210
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0210
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0210
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0210
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0215
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0215
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0215
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0220
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0220
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0220
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0220
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0225
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0225
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0225
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0225
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0230
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0230
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0230
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0230
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0235
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0235
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0235
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0240
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0240
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0240
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0240
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0245
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0245


class II MHC and B cells, J. Immunol. 181 (2008) 4371.
[50] T. Fehr, C.L. Lucas, J. Kurtz, T. Onoe, G. Zhao, T. Hogan, et al., A CD8 T cell-

intrinsic role for the calcineurin-NFAT pathway for tolerance induction in vivo,
Blood 115 (2010) 1280.

[51] J.L. Mollov, C.L. Lucas, F. Haspot, J. Kurtz, C. Gaspar, A. Guzman, et al., Recipient
dendritic cells, but not B cells, are required antigen-presenting cells for peripheral
alloreactive CD8+ T cell tolerance, Am. J. Transplant. 10 (2010) 518.

[52] A. Khan, Y. Tomita, M. Sykes, Thymic dependence of loss of tolerance in mixed
allogeneic bone marrow chimeras after depletion of donor antigen. Peripheral
mechanisms do not contribute to maintenance of tolerance, Transplantation 62
(1996) 380.

[53] C. Domenig, A. Sanchez-Fueyo, J. Kurtz, S.P. Alexopoulos, C. Mariat, M. Sykes,
et al., Roles of deletion and regulation in creating mixed chimerism and allograft
tolerance using a nonlymphoablative irradiation-free protocol, J. Immunol. 175
(2005) 51.

[54] F. Bemelman, K. Honey, E. Adams, S. Cobbold, H. Waldmann, Bone marrow
transplantation induces either clonal deletion or infectious tolerance depending on
the dose, J. Immunol. 160 (1998) 2645.

[55] J. Kurtz, T. Wekerle, M. Sykes, Tolerance in mixed chimerism – a role for regulatory
cells? Trends Immunol. 25 (2004) 518.

[56] J. Shaffer, J. Villard, T.K. Means, S. Alexander, D. Dombkowski, B.R. Dey, et al.,
Regulatory T-cell recovery in recipients of haploidentical nonmyeloablative he-
matopoietic cell transplantation with a humanized anti-CD2 mAb, MEDI-507, with
or without fludarabine, Exp. Hematol. 35 (2007) 1140.

[57] A.B. Kraus, J. Shaffer, H.C. Toh, F. Preffer, D. Dombkowski, S. Saidman, et al., Early
host CD8 T-cell recovery and sensitized anti-donor IL-2-producing and cytolytic T-
cell responses associated with marrow graft rejection following nonmyeloablative
bone marrow transplantation, Exp. Hematol. 31 (2003) 609.

[58] Y.M. Kim, M.Y. Mapara, J.D. Down, K.W. Johnson, F. Boisgerault, Y. Akiyama,
et al., Graft-versus-host-reactive donor CD4 cells can induce T cell-mediated re-
jection of the donor marrow in mixed allogeneic chimeras prepared with non-
myeloablative conditioning, Blood 103 (2004) 732.

[59] G. Andreola, M. Chittenden, J. Shaffer, A.B. Cosimi, T. Kawai, P. Cotter, et al.,
Mechanisms of Donor-Specific Tolerance in Recipients of Haploidentical Combined
Bone Marrow/Kidney Transplantation, Am. J. Transplant. 11 (2011) 1236.

[60] H. Morris, S. DeWolf, H. Robins, B. Sprangers, S.A. Locascio, B. Shonts, T. Kawai,
W. Wong, S. Yang, J. Zuber, Y. Shen, M. Sykes, Tracking donor-reactive T cells:
evidence for clonal deletion in tolerant kidney transplant patients, Sci. Transl. Med.
7 (2015).

[61] T. Bonnefoix, P. Bonnefoix, J.Q. Mi, J.J. Lawrence, J.J. Sotto, D. Leroux, Detection
of suppressor T lymphocytes and estimation of their frequency in limiting dilution
assays by generalized linear regression modeling, J. Immunol. 170 (2003) 2884.

[62] T. Bonnefoix, P. Bonnefoix, P. Perron, J.Q. Mi, W.F. Ng, R. Lechler, et al.,

Quantitating effector and regulatory T lymphocytes in immune responses by lim-
iting dilution analysis modeling, J. Immunol. 174 (2005) 3421.

[63] B. Sprangers, S. DeWolf, T.M. Savage, T. Morokata, A. Obradovic, S.A. LoCascio,
et al., Origin of enriched regulatory T cells in patients receiving combined kidney-
bone marrow transplantation to induce transplantation tolerance, Am. J.
Transplant. 17 (2017) 2020.

[64] T. Onoe, H. Kalscheuer, M. Chittenden, G. Zhao, Y.-G. Yang, M. Sykes, Homeostatic
expansion and phenotypic conversion of human T cells depend on peripheral in-
teractions with APCs, J. Immunol. 184 (2010) 6756.

[65] M. Miyara, Y. Yoshioka, A. Kitoh, T. Shima, K. Wing, A. Niwa, et al., Functional
delineation and differentiation dynamics of human CD4+ T cells expressing the
FoxP3 transcription factor, Immunity 30 (2009) 899.

[66] S.A. Locascio, T. Morokata, M. Chittenden, F.I. Preffer, D.M. Dombkowski,
G. Andreola, et al., Mixed chimerism, lymphocyte recovery, and evidence for early
donor-specific unresponsiveness in patients receiving combined kidney and bone
marrow transplantation to induce tolerance, Transplantation 90 (2010) 1607.

[67] S. Zelenay, M.L. Bergman, R.S. Paiva, A.C. Lino, A.C. Martins, J.H. Duarte, et al.,
Cutting edge: intrathymic differentiation of adaptive Foxp3+ regulatory T cells
upon peripheral proinflammatory immunization, J. Immunol. 185 (2010) 3829.

[68] A.B. Farris, D. Taheri, T. Kawai, L. Fazlollahi, W. Wong, N. Tolkoff-Rubin, et al.,
Acute renal endothelial injury during marrow recovery in a cohort of combined
kidney and bone marrow allografts, Am. J. Transplant. 11 (2011) 1464.

[69] S. DeWolf, M. Sykes, Alloimmune T cells in transplantation, J. Clin. Invest. 127
(2017) 2473.

[70] T. Mutis, G. Gillespie, E. Schrama, J.H.H. Falkenburg, P. Moss, E. Goulmy,
Tetrameric HLA class I-minor histocompatibility antigen peptide complexes de-
monstrate minor histocompatibility antigen-specific cytotoxic T lymphocytes in
patients with graft-versus-host disease, Nat. Med. 5 (1999) 839.

[71] J. Zuber, B. Shonts, S.P. Lau, A. Obradovic, J. Fu, S. Yang, M. Lambert, S. Coley,
J. Weiner, J. Thome, S. DeWolf, D.L. Farber, Y. Shen, S. Caillat-Zucman, G. Bhagat,
A. Griesemer, M. Martinez, T. Kato, M. Sykes, Bidirectional intragraft alloreactivity
drives the repopulation of human intestinal allografts and correlates with clinical
outcome, Sci. Immunol. 1 (2016) 1.

[72] A. Aoyama, C.Y. Ng, T.M. Millington, S. Boskovic, T. Murakami, J.C. Wain, et al.,
Comparison of lung and kidney allografts in induction of tolerance by a mixed-
chimerism approach in cynomolgus monkeys, Transplant. Proc. 41 (2009) 429.

[73] T. Kawai, A.B. Cosimi, S.L. Wee, S. Houser, D. Andrews, H. Sogawa, et al., Effect of
mixed hematopoietic chimerism on cardiac allograft survival in cynomolgus mon-
keys, Transplantation 73 (2002) 1757.

[74] B. Arnold, G. Schonrich, G.J. Hammerling, Multiple levels of peripheral tolerance,
Immunol. Today 14 (1993) 12.

[75] E.J. Wherry, M. Kurachi, Molecular and cellular insights into T cell exhaustion, Nat.
Rev. Immunol 15 (2015) 486.

M. Sykes Human Immunology 79 (2018) 334–342

342

http://refhub.elsevier.com/S0198-8859(17)30576-1/h0245
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0250
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0250
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0250
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0255
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0255
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0255
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0260
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0260
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0260
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0260
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0265
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0265
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0265
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0265
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0270
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0270
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0270
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0275
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0275
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0280
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0280
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0280
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0280
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0285
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0285
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0285
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0285
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0290
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0290
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0290
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0290
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0295
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0295
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0295
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0300
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0300
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0300
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0300
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0305
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0305
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0305
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0310
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0310
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0310
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0315
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0315
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0315
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0315
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0320
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0320
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0320
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0325
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0325
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0325
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0330
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0330
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0330
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0330
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0335
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0335
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0335
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0340
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0340
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0340
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0345
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0345
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0350
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0350
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0350
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0350
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0355
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0355
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0355
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0355
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0355
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0360
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0360
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0360
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0365
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0365
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0365
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0370
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0370
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0375
http://refhub.elsevier.com/S0198-8859(17)30576-1/h0375

	Immune monitoring of transplant patients in transient mixed chimerism tolerance trials
	Introduction
	Mechanisms of tolerance in murine mixed allogeneic chimeras
	Functional readouts to assess mechanisms of tolerance in clinical trials
	Role of regulatory cells in donor-specific tolerance in CKBMT recipients
	Assessing the role of clonal deletion in tolerant patients: A new approach to analyzing the alloresponse
	Conclusions
	Acknowledgements
	References




